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InlG Lmo0262 4 2 490
InlE Lmo0264 9 1 499

539
InlH Lmo0263 8 2 548

589
593

605
626

633
638
646

InlA Lmo0433 15 3 800
InlF Lmo0409 13 4 821

832

InlJ Lmo2821 15 4 851

1349
InlI Lmo0333 28 8 3 1778

940

II

III

Muc BP repeats

Sorting signal
LPXTG motif

GW repeats
WxL domains

InlB Lmo0434 7

6
3

5

InlC Lmo1786
Lmo2445
Lmo2027
Lmo2470

Lmo0549
WxL WxL

630

673

296
300

367
3886
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GW GW GW
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2

Signal peptide

LRR domain

BIG 3 (Ig-like fold)
PKD repeats (Ig-like fold)
LRR adjacent IR region (Ig-like fold)

B repeats

inlG inlC2 inlD inlE

inlG inlH inlE
EGD-e

EGD

A

Lmo1290 8 2 598InlK

I

C

Lmo0460 689IV

Lipoprotein signal peptide

10

InlH 8 2 548

InlC2 8 2 548

2 5679InlD

35 26176 344 483

280: V>>I

390: T>>N
395: A>>G
396: T>>V
403: D>>N

418: T>>S
421: I>>N

485: N>>S
489: D>>N
493: T>>P

440: V>>A
445: D>>T
450: T>>K

inlG inlC2 inlD inlE
10403S

1

B


